
 

 

 

Human PTPN9 cDNA Clone 
Catalog Number: CSB-CL019045HU1 

 

Synonyms MEG2 

Accession 

Number 
BC010863 

cDNA Size 1782 

Definition Homo sapiens protein tyrosine phosphatase, non-receptor type 9, mRNA (cDNA clone MGC:9424 

IMAGE:3895727), complete cds. 

Insert site rrnB_T1, rrnB_T2 

GeneID 5780 

Vector pENTR223.1（spectinomycin） 

Sequence ATGGAGCCCGCGACCGCGCCCCGGCCCGACATGGCGCCGGAGCTGACCCCGGAGGAGGAGC

AGGCTACCAAGCAGTTTCTCGAAGAGATTAACAAGTGGACAGTTCAGTACAATGTTTCCCCGCT

GTCTTGGAATGTGGCTGTCAAGTTCCTCATGGCAAGGAAGTTTGATGTGCTCCGTGCCATAGAA

TTGTTCCACTCCTACAGAGAAACTCGAAGGAAGGAAGGCATTGTAAAGCTGAAACCTCATGAGG

AACCTCTTCGTTCTGAGATCCTCAGTGGAAAATTCACCATCTTAAATGTTCGGGACCCAACAGGA

GCCTCCATTGCCCTCTTTACTGCCAGGTTGCATCATCCCCACAAGTCAGTCCAACATGTGGTAC

TTCAGGCTCTGTTTTACTTGCTAGACAGAGCTGTGGATAGCTTTGAAACTCAGAGGAATGGACT

GGTGTTTATCTATGACATGTGTGGTTCTAATTATGCCAACTTTGAGCTGGATCTTGGCAAGAAAGT

CCTAAACCTGCTGAAGGGAGCATTTCCAGCTCGTTTGAAGAAGGTGCTGATTGTGGGGGCACC

CATATGGTTCCGAGTGCCCTATTCCATCATCAGTCTCCTCCTGAAGGACAAAGTCCGGGAGAGG

ATTCAAATATTAAAGACATCTGAGGTCACGCAGCATCTGCCCAGGGAGTGTCTTCCAGAAAACCT

GGGTGGGTACGTCAAAATTGATCTCGCCACTTGGAATTTCCAGTTCCTACCCCAGGTGAACGGC

CACCCAGATCCCTTCGATGAGATCATCCTGTTCTCCCTCCCTCCTGCCTTAGACTGGGACTCAG

TACATGTTCCAGGTCCCCATGCTATGACCATCCAAGAGTTGGTGGACTATGTTAATGCCAGGCAA

AAGCAAGGAATCTATGAGGAATATGAAGACATTCGTCGTGAGAACCCTGTTGGCACTTTCCACT

GTTCCATGTCTCCAGGAAACCTAGAGAAAAACCGTTATGGGGATGTACCCTGCCTGGACCAAAC

TAGAGTGAAGCTAACAAAGCGAAGTGGCCATACTCAGACAGATTACATCAATGCCAGTTTCATGG

ATGGCTACAAGCAGAAGAATGCTTACATTGGCACACAAGGTCCTTTGGAGAATACCTATCGTGAT

TTCTGGCTCATGGTATGGGAGCAAAAAGTCTTGGTGATTGTCATGACCACCCGCTTTGAGGAAG

GCGGCAGGAGAAAGTGTGGCCAGTACTGGCCTTTAGAAAAAGACTCTCGGATCCGATTTGGCT

TCCTCACAGTGACCAATCTAGGCGTGGAGAACATGAATCATTATAAGAAAACAACGCTAGAAATT

CACAACACAGAGGAACGGCAGAAACGCCAGGTGACCCACTTCCAGTTCTTGAGCTGGCCAGA

CTATGGTGTCCCTTCCTCAGCAGCTTCCCTCATTGACTTCTTGAGAGTGGTCAGAAACCAGCAG

AGTCTGGCTGTGAGCAACATGGGAGCACGCTCCAAAGGGCAGTGCCCTGAGCCACCCATTGT

GGTCCATTGCAGTGCAGGCATTGGCAGGACAGGTACCTTCTGCTCACTGGACATCTGCCTGGC

ACAGCTGGAGGAGCTTGGCACCCTTAATGTGTTCCAGACGGTGTCACGCATGAGGACCCAGAG

GGCCTTCAGCATCCAGACCCCTGAGCAGTACTATTTTTGCTACAAGGCCATCCTGGAGTTCGCA

GAGAAGGAGGGCATGGTATCCTCTGGCCAAAACCTGCTGGCCGTGGAGAGTCAGTAA 


